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INTRODUCTION
Myxozoans are cnidarian parasites with a life cycle that

alternates between invertebrate and vertebrate hosts, usually

fishes. In this study, Henneguya sp. parasitizing the gills of

Rhamdia quelen, a siluriform fish, was reported based on the

myxospore morphology and ssurDNA partial sequences.

MATERIALS AND METHODS
Eleven specimens of R. quelen were collected from October to

December 2020 in the Pardo River, municipality of Botucatu, São

Paulo State, using nets for the collection of hosts. Some plasmodia

found were collected and freshly examined between slide and

coverslip, photographed and measured, while other plasmodia

were separated for further processing for molecular analysis.

RESULTS

Whitish and round small plasmodia were found in the center of gill

filaments (Fig. 1A), occupying an interfilamental position. The prevalence of

infection was 54.5%. The mature myxospores (Fig. 1B) were elongated and

the morphometric measurements revealed a spore body length of 10.7 ± 0.5

μm; tail length of 14.8 ± 1.4 μm; total length 24.9 ± 0.9 μm; spore width of 3.8

± 0.3 μm; and thickness of 3.5 ± 0.3 μm. The polar capsules are equal in size

and measured 4.8 ± 0.4 μm in length and 1.3 ± 0.2 μm in width. The polar

filaments had 6 coils. The morphometric and molecular analyzes did not

coincide with any Henneguya species already registered or described.

Phylogenetic analysis (Fig. 3) showed a well-supported subclade formed by

species that parasitize gills of Siluriformes, with Henneguya jundiai as a sister

species of Henneguya sp.

CONCLUSION
Our analysis was consistent with previous studies suggesting that orders and

families of the hosts are strongly correlated with phylogenetic signals in the

Myxobolidae. These data supported the diagnosis of the parasites as distinct

and novel species. Using molecular and morphological characterization, this

species was identified as a putative new species of the genus Henneguya. The

present study contributes to the knowledge of myxozoan biodiversity in Brazil.
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Fig. 1. A. Gills of Rhamdia quelen, collected from

the Pardo River containing plasmodium (P)

between the gill filaments. B. Mature myxospore

of Henneguya novaerae n. sp. found parasitizing

the gills.

Fig. 2. Line drawing

of Henneguya sp. A.

Front view drawing of

Henneguya sp. B. Side

view drawing of

Henneguya sp.

Fig. 3. Phylogenetic tree of Bayesian analysis based on partial ssrDNA

sequences showing the position of Henneguya sp. among other genetically

similar Myxobolus/Henneguya spp. Node numbers represent the Bayesian

posterior probabilities and bootstrap values (BI/ML). Values less than 0.8/80

are represented by dashes.


