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The Jambu [Acmella oleracea] native to the Amazon region, cultivated by small farmers in 

northeastern Pará. Very appreciated by paraense cuisine, due to it is composition because there is 

spilantol in it is chemical composition, having aphrodisiac properties, anti-inflammatory, 

anesthetics, therefore, a material with great potential for the pharmaceutical industry. It’s very 

important to analyze the phenotypic and genotypic genetic divergences for the purposes of genetic 

improvement. The objective was to analyze the genetic divergences between five accessions of 

jambu, based on measures of dissimilarities observed in the seedling emergence process in the 

germination test. Jambu seeds, from the following regions of the state of Pará: Tapanã, Cametá, 

Ponta de Pedra, Flor-Roxa – UFRA/Belém and Salvaterra, were collected from mature 

inflorescences belonging to the Germplasm Bank of the Vegetable Sector of the Federal Rural 

University of the Amazon. Threshing the seeds and separating the impurities, in order to be 

deposited in the Gerbox polystyrene boxes. The experiment was carried out in a Completely 

Randomized Design. Analyzed data were processed and estimated in Rbio. In the analysis of the 

dissimilarity dendrogram, it was possible to observe greater proximity of the group composed of 

the accesses of the following locations: Salvaterra; Cametá; Ponta de Pedra e Tapanã, showing 

greater distance from Flor Roxa’s access, due to it is distinct characteristics. The analysis of 

variance showed that the variables of greatest significance were TMG, APA, and MFF, rejecting 

5% H0. Genetic parameters reveal that all accessions are suitable for future selection programs, 

considering that the values of the CVg/CV tending to 1 or greater. Therefore, the access of group 

1 (Flor Roxa) is indicated for crossing with the accesses of group 2 (Salvaterra; Cametá; Ponta de 

Pedra e Tapanâ), and the accesses of group 2 are similar to each other. 
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