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The objective of this work was to identify which agronomic variables of guava (Psidium guajava L.) 

express the highest percentage of variance based on genetic value and to recommend crosses. The 

experiment was conducted in the experimental field of the State University of the North Fluminense 

Darcy Ribeiro located in the agricultural college Antônio Sarlo, Campos dos Goytacazes-RJ. 15 

families of complete siblings were evaluated in a complete randomized block design with two 

replications of 12 genotypes. The evaluated variables were: fruit mass, fruit length, fruit diameter, 

length / fruit diameter ratio, sparing yield, endocarp diameter, mesocarp thickness, skin thickness, 

pulp mass, soluble solids content, potential of hydrogen, ascorbic acid content, number of fruits and 

productivity. Five families and five variables with higher genetic values, greater variances, and the 

families that presented such values were selected based on the genotype values predicted via the 

BLUP procedure. The five dimensions of the variables were reduced and plotted in two dimensions 

where it was possible to observe 87.89% of the data variance. All procedures were performed using 

the lme4, stats, and ggbiplot packages of the R software, to obtain the genetic values, PCA, and plan, 

respectively. The variables number of fruits, pulp mass, and fruit mass present the greatest variance. 

We recommend crossing the 4x7 families to aim for gains in the ascorbic acid content, maintaining 

productivity with medium size fruits, 4x2 for extremely productive plants with many small fruits, 7x8 

targeting large fruits with a lot of pulp and moderate productivity, ideal for table fruits, 14x4 aimed 

at fruit production with a high content of ascorbic acid, 14x2 also aims at the content of ascorbic acid 

but with a greater number of fruit and 4x8 to generate individuals with positive genetic gain in all 

five variables. 
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